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Figure 1: 1/2 

Sequence of the Arehaeoglobus fulgidus exonuclea&e HI gene: 

SEQ ID N 0 ^ 0 ^^ 6Q 

1 TACGAGTTTTAGCGGTGGAAGTTGCATTTG^ 
a ML K I A T F N V N K I R S R L H I V I 

CTATGCATGCAGGAGACGAAGGTTGAGAAC 



CCGTGGCTGAAGGAGAACAAGCCTGACATTCTA^ uQ 

61 GGCACCGACTTCCTCTTGTTCGGAC 

PWLKENKPDILCMQETKVEN - 

AGGAAGTTTCCTGAGGCCGATTTTCACCGCATCGGCTACC ^ 

12 1 r ccttcaaaggactccggSa^gtggcgtagccgatggtgcagcag^ 



R 



KFPEADFHRIGYHVVFSGS 



aagggaaggaatggagtggccatagcttccctcgaagagcctgaggm^ 

181 TTCCCTTCCTTACCTCACCGGTATC 



K 



GRNGVAIASLEEPEDVSFG 



CTCGATTCAGAGCCGAAGGACGAGGACAGGCTGATAAGGGCAAA^ ^ 

2 4 1 GAGCTAAGTCTCGGCTTCCTGCTCC^ 

LD SEPKDEDRLIRAKIAGID - 

GTGATTAACACCTACGTTCCTCAGGGATTCAAAATTGACAGCGAGAAGTACCAGTACAAG 

I | 1 1 ODU 

301 CACTA^TTGTGGATGCAAGGAGTCCCTAAGTTTTAACTGTCGCTCTTCATGGTCATGTTC 

VINTYVPQGFKIDSEKYQYK - 
CTCCAGTGGCTTGAGAGGCTTTACCATTACCTTCAAAAAACCGTTGACTTCAGAAGCTTT 

— — — j__.__.-_ — — — — + — — — — — — — — T *iZ.\J 

3 61 GAGGTCACCGAACTCTCCGAAATGGTAA 



LQWLERLYHYL 



QKTVDFRSF 



GCTGTTTGGTGTGGAGACATGAACGTTGCTCCTGAGCCAATCGACGTTCAC^^^ ^ 
421 CGACAAACCACACCTC 



AVWCGDMNVAP 



EPIDVHSPD 



AAGCTGAAGAACCACGTCTGCTTCCACGAGGATGCGAGAAGGGCATA^CAAA^ ^ 

481 iicGACTTCTTGGTGCAGACGAAGGTGC 

KLKNHVCFHEDARRAYKKIL - 
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Figure 1: 2/2 



GAACTCGGCTTTGTTGACGTGCTGAGAAAAATACATCCCAACGAGAGAATTTACACCTTC 

541 + + + +- + + 600 

CTTGAGCCGAAACAACTGCACGACTCTTTTTATGTAGGGTTGCTCTCTTAAATGTGGAAG 

ELGFVDVLRKIHPNERIYTF* 

TACGACTACAGGGTTAAGGGAGCCATTGAGCGGGGGCTGGGATGGAGGGTTGATGCCATC 

601 + + + + + + 660 

ATGCTGATGTCCCAATTCCCTCGGTAACTCGCCCCCGACCCTACCTCCCAACTACGGTAG 

YDYRVKGAIERGLGWRVDAI 

CTCGCCACCCCACCCCTCGCCGAAAGATGCGTGGACTGCTACGCAGACATCAAACCGAGG 

661 + + + + + + 720 

GAGCGGTGGGGTGGGGAGCGGCTTTCTACGCACCTGACGATGCGTCTGTAGTTTGGCTCC 

LATPPLAERCVDCYADIKPR 

CTGGCAGAAAAGCCATCCGACCACCTCCCTCTCGTTGCTGTGTTTGACGTGTAG 
721 + + + + + 774 

GACCGTCTTTTCGGTAGGCTGGTGGAGGGAGAGCAACGACACAAACTGCACATC 
LAEKPSDHLPLVAVFDV* 



WO 01/23583 



• 0 ] 

1/1/1 



9 



/ 14 ^ PCTYEP00/09423 



Figure 2: 



Temperature stability of Afu exonuclease III 
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Figure 3: 
Test for exonuclease III activity 
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Figure 4: 

Principle of the 3 '-primer correction assay 
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Figure 5: 

Mismatched primer correction in PCR 
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Figure 7: 
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Figure 8: 

UNG treatment of dUMP containing PCR products 
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Figure 9: 
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Figure 10: 
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Figure 11 
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